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[ 1] A Method to Prevent Protein Degradation in Tissue / Blood / Cell Line Samples - Key for
High Quality Peptidomics and Proteomics

Mats Borén, PhD Denator AB, Gothenburg, Sweden

Loss of sample quality during sample handling and processing is a serious problem in
proteomics. The Stabilizor T1 effectively prevents post sampling changes, enabling proteomic studies
of higher quality. The effect of stabilization will be exemplified on peptides, proteins and
post-translational modifications. The effect in novel applications such as tissue phospho-shotgun and
dried blood spots (DBS) will be shown.
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Development of Absolute Quantitative Assay with Labeled Protein (AQUA protein) for Protein
Quantification and Identification of Post-translational Modification Sites.
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