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Application Note
Dream Spray for Thermo MS
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<LC-MSMS Analysis >
MS | Finnigan™ LTQ™ (Thermo Fisher Scientific)
AS  HTS-xt PAL (CTC Analytics)
LC  UltiMate™ 3000 (Thermo Fisher Scientific)
Column ESI0.1mmIDx150mm, C18 3um 120A
Trap  L-trap micro 0.3mmIDx5mm, C18 5um 12nm (CERI)

Solvent A
Solvent B
Flow rate

0.1 % Formic acid / water

0.1 % Formic acid / acetonitrile
500 nL/min

5-35%B in 120 min

E.coli digest 500 ng (Waters)

Gradient rate
Sample
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Software = Proteome Discoverer 1.4 (Thermo Fisher Scientific)
Search engine Mascot, Sequest HT
Database = SwissProt_201408.fasta
Taxonomy E. coli
Modification Static - Carbamidomethy! (Cys) , Dynamic - Oxidation (Met)
Filter Peptide confidence = High, Peptide Rank = 1
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