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Mouse brain analysed using RPPA

(min)



Levels of nine different free fatty acids (FFA) in brain homogenate

Levels of free fatty acids increases over time, 0-40 min





Schematic view of zones in the operating room

Sterile zone

Circulating zone

Patient

Non-sterile zone

The surgeon drops the sample in 

an opened card held by the 

assisting nurse or hands over the 

forceps with the sample (maximum 

33 x 7 mm). 



Stabilizing a sample with the Stabilizor T1



Active/natural state

Heating

Unfolded/non-active state



Svensson et al. Heat stabilization of the Tissue Proteome: A New Technology for Improved Proteomics.

J Proteome Res. 2009





NMR

MALDI MS ImagingLC-MS

Western blotRPPA

Multiple downstream uses

Small molecules, 

e.g. lipids, pharm.,

metabolites

Multiple downstream analytes

Peptides

Phosphorylations

Lab safety/

Pathogen

Inactivation

Multiple downstream analytica techniques



Blatherwick, Eleanor Q., et al. International Journal of Mass Spectrometry (2013).

Snap frozen Heat stabilized

ATP

AMP

Snap-frozen samples show continuous 

metabolic change resulting in lower levels of 

ATP compared to heat-stabilized samples. 

ATP

Snap frozen

Heat stabilized
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PI, Dr, R.Goodwin, Astra Zeneca, UK

Raclopride distribution in mouse brain





Goodwin et al., Journal of Proteomics 2012

IMS: Stabilizing PEP-19

StabilizedSnap frozen

Intact PEP-19 peptide

Ex vivo fragment of PEP-19

Ex vivo fragment of PEP-19
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Peptides with negative fold change in grey (snap frozen) and positive in orange (stabilized)

More then 35% of the peptides are detected with more than 50% higher intensity in stabilized samples

pTyr Affinity MS

Only in SF Only in HS< -2.5 -2.5<X<-1.5 -1.5<X<1.5 1.5<X<2.5 X>2.5
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In collaboration with Cell Signaling Technologies



Levels of nine different free fatty acids (FFA) in brain homogenate

Time in homogenate prior to acidification (min)
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Simultaneous Quantication of Sphingolipids

in Small Quantities of Liver by LC-MS/MS Mass Spectrometry (Tokyo) 2014; 3(4): S0046; 



Maintainor DBS cards

• DBS card with four spots, ~25 µl sample

• On going beta testing, one publication (Blessborn et al. 2013)

• Available for purchase/demo for select projects
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Esmolol Carboxylic acid esmolol
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Pharmacuitical quantification from DBS

Quantification of parent compound (blue bars) and degradation product (red bars)

With increasing time prior to heat stabilization, the parent compound is degraded

on a minute scale. Standard drying gives high levels of degradation.
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Stabilized

Delay

(min)
0      1      2  5    10

N
o
n
-s

ta
b
ili

z
e
d

D
e
la

y
e
d

d
ry

in
g



User developed application

Ref: Heat fixation inactivates viral and bacterial pathogens and is compatible with downstream

MALDI mass spectrometry tissue imaging. Lisa H Cazares et al., BMC Microbiology 2015, 15:101.

• Enable removal of samples from BSL 3&4

for MS analysis

• Enable long range NGS and Optical genome mapping

of Mycobacterium tuberculosis (BSL3 pathogen)

• Reduction of potential pathogens in patient samples



User developed application

Pathogen Tissue Treatment Replicates Pathogens
(u/ml)

VEE (TC83) brain SF 2 4E04
vaccine strain HS 2 0

spleen SF 2 0
HS 2 0

VEE (Trinidad donkey) brain SF 4 3.1E08
virulent strain HS 4 0

spleen SF 4 6.3E05
HS 4 0

B. thailandensis lung SF 3 >1E05
HS 3 0

spleen SF 3 7.2E04
HS 3 0

B. mallei lung SF 3 >1E05
HS 3 0



Users of the Stabilizor system
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ありがとうございます。


